NEW PRODUCT

For research use only

(BiologicMate™ )

Quantitative assay for ADAMTS5 mRNA

ADAMTS = a disintegrin and metalloproteinase with thrombospondin motifs

For RHEUMATISM research
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[What is ADAMTSS])

ADAMTS family molecules, which have the structural homology with MMP (matrix
metalloprotease) family molecules and ADAM family molecules, have"béen reported to
play a key role in aggrecan degradation in cartilage. To identify a blomarker for
prediction of the response to biologics, ex, infliximab or adalimumab, we focused on
ADAMTSS, because ADAMTSS has been shown to have the ability to destroy cartilage
through degradation of aggrecan, independently of tumor necrosis factor ¢ (TNF o)1-2).
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[Significance of Measurement] 0y

1 ROC curve for the baseline ADAMTSS mRNA to detect the remls,s\l'%‘n category

AUC (area under the curves) and the cut-off value were calculated from the Receiver
Opening Characteristic (ROC) curves for the baseline peripheral blood ADAMTSS
mRNA levels to detect clinical remission (DAS28<2.6) category RA by infliximab or
adalimumab treatment.

Cut-off value of ADAMTS5 mRNA AUC
Infliximab 1.2X10™ 0.72
Adalimumab 1.7X10™* 0.77

2 Predictive value of BiologicMate

1) Predictive value of low-ADAMTSS5 (<1.2X107*) for RA remission in infliximab treatment
Infliximab (n=100)

ADAMTS5 Remission Non remission Total
High 16 58 74
Low 16 10 26

Total 32 68 100

Accuracy ((16+58)/100) 74.0%

PPV (16/26)
NPV (58/74)

adalimumab (n=57)

61.5%
78.4%

2) Predictive value of high-ADAMTSS5 (>1.7X107%) for RA remission in adalimumab treatment

ADAMTS5 Remission Non remission Total
High 5 T 12
Low 2 43 45
Total 7 50 57
Accuracy ((5+43)/57) 84.2%
PPV (5/12) 41.7%
NPV (43/45) 95.6%
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